
TrAPSSTrAPSS
Transcript Annotation Prioritization and Screening SystemTranscript Annotation Prioritization and Screening System

Dr. Terry Braun



BackgroundBackground

Number of 
Subjects

S
cr

ee
ni

ng
 

U
ni

ts

Num
be

r o
f 

Gen
es

Constrained
Search Space

Mutations
Entire Search
Space

Modest Search Space Example

100 genes * 100 Subjects * 20 primer pairs = 200,000 assays
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38 primer pairs – 1 gene

18 primer pairs – 6 genes
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Secure LoginSecure Login



Project/Set SelectionProject/Set Selection



Tracking Progress Tracking Progress –– DotsDots

GE  à Genomic Evidence

GS  à Genomic Structure

PR  à Prioritized Regions

PP  à Primers Picked

PO  à Primers Ordered

SC  à SSCP Results

SS  à Sequence Verified Shift
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Dots Scorpion ViewDots Scorpion View
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Primer ViewerPrimer Viewer



Dots after Picking PrimersDots after Picking Primers
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Dots after SSCP Results EnteredDots after SSCP Results Entered
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